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Identification and evaluation expression level of arrestin 1 gene during the development stage of
Anopheles stephensi (1SI)

Molecular identification of Saglin and SG1B genes of Anophele Stephensi (vector of malaria)
candidates for design transmission blocking vaccines

Design duplex tetra arms method for detection MTHFR C677T and A1298C mutation

Study of antibiotic-resistant bacteria and detection Plasmid-Mediated AmpC B-Lactamase
Genes among clinical isolates of Klebsiella pneumoniae from Patients of Zahedan city

RFLP and HRM Analysis of pyretheroid resistance in para-type sodium channel gene of
Tomato leaf miner, Tuta absoluta
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Anopheles stephensi SG1B protein (SG1B) gene, partial cds. ACCESSION KM 186180
Anopheles stephensi SG1B protein (SG1B) gene, partial cds. ACCESSION KM 186179
Anopheles stephensi aminopeptidase n1 mRNA, partial cds. ACCESSION KJ573522
Anopheles stephensi kurtz protein gene, partial cds. ACCESSION KJ573523
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DNA and RNA extraction, 3'-RACE, 5-RACE, HRM, RFLP, ARM- PCR, Real Time PCR,
DNA finger printing, RAPD and Gene Cloning and Sequencing
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NCBI, Eensemble, oligo7, gene runner, dna star, sim vector, map viewer, Ensemble, mega5,
DNASP. Microsoft office. SPSS






